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TimTec in Publications 
 
 
 
 
 
Below are some independent reference materials that position and differentiate TimTec as one of the 
leading designers and suppliers of compound library collections on the market. 
 
 
TimTec is well-established supplier of compound library collections on the market. Number of independent 
sources recommend our company and value our approach to libraries design: 
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Independent study says TimTec compound collection has “the best diversity”: 
://www.timtec.net/news/articles/timtec-has-the-best-diversity.  
 
 
 
Above is not the complete list of available and published results. We do not disclose research results from 
industry clients. 
 
Our compound collections offer greater diversity since we have balanced combination of in-house synthesis 
and outside sourcing. There is high diversity score from collection to collection. We do not use combinatorial 
chemistry approach in library design and all our molecules are hand-synthesized. TimTec compounds are 
stored in dry form only and are freshly prepared in DMSO.  TimTec offers a variety of screening collections 
to suit different in capacity and design/purpose assays. We do custom formatting and offer cherry picking. 
Compounds in our library collections are available for re-supply from our US stock. 
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